. Mitonuclear OxPHOS proteins and genes expression. (B) OxPHOS gene expression, reported as Δct, analysed by RT-qPCR (see Figure 1C ) (n=2 mice per group).
(C) OxPHOS gene expression, reported as fold induction vs eWAT, analysed by RT-qPCR (see Figure 1C ) (n=2 mice per group).
(D) OxPHOS gene expression ratio evaluated by calculating the ratio between mt DNA-encoded and n DNA-encoded OxPHOS genes after RT-qPCR.
(E) OxPHOS protein ratio (right panel) evaluated by calculating the ratio between mt DNA-encoded (MTCO2) and n DNA-encoded (SDHA) proteins after Western blot (see Figure 1D ).
(F) OxPHOS gene expression ratio evaluated in 3T3-L1 cells by calculating the ratio between mt DNA-encoded (MTCO1, ATP6 and MTCO2) and n DNA-encoded (SDHA and Cox4b) OxPHOS genes after RT-qPCR (see Figure 1E ). 
